Matrix Mutation Rate Expected Value Off-diagonal Sum Diagonal Sum D85 0.063 210.02 222886 7 177 6 0.2 O85 0.060 210.16 221776 4 176 6 0.2 D60 0.253 24.54 210036 2 167 6 0.2 O60 0.299 24.33 29876 2 163 6 0.1 D40 0.478 22.36 24776 2 144 6 0.2 O40 0.495 22.33 25596 1 141 6 0.2 FIG. 3. (A) Substitution matrices for ordered (O40, upper) and disordered (D40, lower) proteins at 40-60% sequence identity. Color shading indicates probability of substitutions being greater than expected by chance (blue) or less than expected (red). (B) Matrix showing the difference between D40 and O40. Color shading indicates greater frequency of substitutions in disorder (blue) or greater frequency in order (red). In all matrices, residues are ordered from most order promoting (green) to most disorder promoting (white) as shown in Radivojac et al. 2007. D, disorder; O, order.

